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Detecting aberrations in spatial data (such as infectious disease 
surveillance data) is only one component of effective surveillance.  We 
must also determine the boundaries of a possible cluster, especially if 
these boundaries change over time.  This problem can be challenging, 
since the underlying population (under an assumption of no clustering) 
will be highly heterogeneous.  Traditional density estimation methods 
may not perform well under such circumstances.  We present an 
alternative non-parametric approach to the problem of locating and 
mapping spatial clusters of disease, following a method with 
mathematical roots in tomographic image processing.  This method has 
been successfully applied to syndromic surveillance data to create 
dynamic maps which illustrate the spatio-temporal patterns of disease.

